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Bayesian clustering of the subnational areas and coverage of the clusters
To group the subnational areas into clusters, we used the Bayesian central clustering methodology of 1 . A Bayesian finite Gaussian mixture model with different parameterizations was fitted to the 255 x 7 data matrix containing the estimates of the mortality indicators (7) for all the subnational areas (255). Markov Chain Monte Carlo (MCMC) techniques were used in the Bayesian framework to estimate the parameters of the model. The best model parameterization and number of clusters were chosen using a modified version of the Bayesian Information Criterion (BIC). As part of the methodology, a "central clustering" procedure was applied to clusterings of the best parameterization and number of clusters to obtain the central clustering (i.e. the clustering that is most representative of all the clusterings obtained from the MCMC iterations). Finally, the uncertainty associated with the clusterings was obtained as the probabilities with which the subnational areas were assigned to their clusters calculated as the frequency of being in the given cluster of the central clustering divided by the total number of MCMC iterations. Other details of the methodology are as reported in Utazi et al. 1 .
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